| FLRYY—2R |

plEHBky QPARRT 5 UTokyo

R miksmzm ISV

2024410 H 17 B 4. ¥t EHEAEIE

BE ME AR

NN

HRUR A

BV EHTIET
FPHAHR BLEEAE  (JST)

Mo >HESRII7+—R]
IR IRVEEDBAEICFSTIHENT/ LESIEKRRICEE

FilaaS AL A (SARS-CoV-2 : 1 1) EYYE (COVID-19 : 1 2) OIS B A
5 1= DRI N—TF [aaFHIEX A7 7 +—A] Tlk, ZiE T COVID-19 EhEfk
K OAEEELRMALZIERLTCEXELE (B35 1, 25 2), 4, EHEERIEHT G
KPR TFPEE R ERHR AR e 904 Re) | [ HRES 380 (RIRK PR Pl 7 R i ot
BHEGHEE T/ B KPR PP R R 2R R G Wy B b et e e a R B et 2 o
B — VAT MBIRTFT— L) EE ST (BERRRPESEYE P HE) 20 e
L7927 v—7" 1%, COVID-19 D 1,405 £ ORRE W= ER % o 37 B OfEFER
IRIRMTICE D | X X BEEOMAEICTETHE N7 ARSI (E 3) 2 KREFICFE
LE LT,

ABFZETIE, T E TORATHRICE O TRKNZAER & L CHRBICHEE (fine-mapping : ¥
4) i, MAEZ 7 ERBEGIET5 582 EHTO e N AEREE L, X XTI ED
BERETE A MO T2 2 L1k RRZERICEBNTEI A2 AZEE M RE A
B O(JEB) THDHHEEN 1000 FLLEEmWNZ ERNRESnE Lz, £72. MR+ mRNA BB E
E DI, ERBFEOBMIEE & OBEOFAN, COVID-19 HIEE & OFH AAEH OMEHTIZ X
D, MAECHRIT DL NI ERBEEZRET DL BEREZHONCT 5 LI, mRNA #E
DIHTILFRE CTERVRER & OBIEMEN A AFEET D2 Z EARINE Lo, T DFERIT,
7 LDOEANZET L DB s FRBUEIE A8 U7 @R E OBLEIZ DWW T, K0 R e BRAR IS
DIMBEZZLNET,

AR RIE, 202449 H 24 B (DEEFRRE]) ICEBEFREE Nature Genetics 77 A VR
B SNE Lz, anTHlEX AT 74— RIRKONR T I v 7 I 2 DB DN E
LT, gl&EEiEEi i TnhE x7,

1. e = A
BRI To e 7 AESIOFENZ LY, FESKRBEDOIEYE (AR EFOMECRH™ O
ZL) P TR A RBIETFRERREZOLOLERENELLZ DML THVET (&
1/9




£ 2), BEFIIENTREIET L7 7 EE2HET S DNA BSIOEARRA THL—H, 1K
MIZBWTEZL OF U B EZEHERFBICHET 5 2 L I3HEmIC R T L, 207k
W, b N LB T HEFBETOSFIZET 5% < O TIL, BB T HRBEDHRE
ELTAyEUYyYY—RNA (mRNA) BHERAHNLNATEELE, LL, ZOHEETH
% mRNA BEIIGRESEMSCHRED 70 A 2RI KEM TH D X 37 B D% EHE

BT 2D TIERWnWZ EambinTky (E6), o " 7HEOHW LHER L LTo
FIRDMRR STV E LTz,

1) IEZ S B A G2 5 2 R ZE B oD HE gAY [F]

AlEl, AWF5E 7 v—71%, COVID-19 3 1,405 4 D 5 B 1,369 44 O MLigMilid 2 v THY
3,000 © & X7 EOMBEIZIIT D mRNARBLEE | b 7 ABRLHIOENZE & OB E 2 fif
HrLE L7z, AFEFIH 72 Olink Proximity Extension Assay & FEIEAL 5 e O Hiffiic B
DL BN ERBLET — X OMFEA NI, ZNETHRT U7 NERIOAFSETIXIR 54
TWE LT,

anFHlEX AT T — ADIMTHER 2 BCK TO TS (UK Biobank = UKB, Plasma
Proteome Project) & Ibi#gd 2% Z & T, MiEX 7G2G DHEROHEEE (Posterior
Inclusion Probability = PIP) N+/71Z@mWA R (putative causal variant = JRIRZAR) 128
WTIEHIEZN RO R & S GhRE) DETMEEERET—S322L (K 1A, B, *
EMOBEER (I 7) DEVWSEICHREO—BEPFICREWNWI 2R LE LE

(X 1A, bl , FBEROEREEREMITT 52 & T, FIZI At AZEROHMAEEX
EER (5 FHFOX NI EHEa—TF ¢ 7 HEK Lﬁ[ﬂwﬁéﬁ)ébéﬁﬁéﬁ)mb‘ & (M 1B,
F). SR HREHEIT— R L2 mRNA OFBERHEIFEEE (BT 2 1 & R A B
ThorERrEmOL—RNTHLZ L (K1B, H) ZHLMNILE LT

- Ne) 2.54r=0.534 r=0.859 ° {r=0.925 - {r=0.942 ° {=0933 | {=0.937 {=0.965
N .

85 o | Ly
| i
+E'émsg-z.s" 11 i B I Vit S Al NS

£9
4 % é 2.54r-0.667 {r-0.791 ] {r-0.84 7] {0886 ] 4{r-0.835 | {r-0.86 ] 40831 o~
o
D e ° {
o z ﬁ 0.0 ' o 1o 1 1 o
I e & i @ ,
m Ex =25 “ ; . L ? Rl i
ad
R % L 25{=0297 r=0.597 {r=0.816 r=0.861 {r=0.817 {r=0.857 {=0385]
5o -\ |
> & °
N 5 ] 0.0 + ' 4 . 4- 4 4 bf
=L _
R H -25; . ; - ; - : - ; . ! . - ; .
-25 00 25 -25 00 25 -25 00 25 -25 00 25 -25 00 25 -25 00 25 -25 00 25
Random 0.001 =PIP<0.01 0.01=PIP<0.1 0.1 =PIP<0.5 0.5 =PIP<0.9 0.9 = PIP<1 PIP=1
2 _ AHRRICE T HMmIES 2\ ERBEGE (pQTL) 2HRE
= > =
%% % >0 H

HEHNRDOEMNS L E (PIP)

2/9



10" 4 1 1
poTL PIP bin ’?
R $ [00.001) .
ﬁ 3 ¢ [0001,001) 3 ] 9 .? o
% ¢ [0.01,01) ¢°? e
w1 [0.1,0.5) 3 ™ 3 (3 ®
A 4 [05009) § e o - - i a ¢
103 ovoe® ¢ [09.1] 1 ¥ » 1a - \d Ol
;} . ° ¢ 1 L] . L]
10 9 ... o +® L] © © 1® * LJ [
W’o/ PFoF @ @ LB ﬁ%\ 5
g,‘&@w A Al '&‘8’?{ -&k’f?( gV gV '(\*d; 4% i ‘@; & & 9—*}
A AL o AL
(FHT4Tarba—) (3F2— FEEELRSE) (82 w89 Ba— FHasRE)

[ 1] AEIEE S o mfE s o7 ERBHIEICEE D 5 7 7 228 (pQTL) 1%, FefThf
FORERE LKL (A, fix OBERHRO= Y v F A MR (B),

i) IMmAEH 27 B mRNA R & ik mRNA R8O — 5/ R —FF K o fig B

SEIOBFERICBN TG L7572 1,405 4D 5 H 1,019 4 1I0EK D RNA-seq & AV /=1
WP mRNA FEHELHE SN TEY, 998 £ DHEFEIZHB W TIE, MiET mRNA & & i

HEx X7 E mRNA BBLEDOR T OT — 2% H L TCWE Lz, 22T, KW V—7"TlE
ﬁ'ﬁ%ODT—é? D LEH AT 2 Sk L % L7z,

£, SATHIZE T STV A AN AR TO mRNA BHED 9 5, Mg+ mRNA ¥ H
DEIGIZE R Lick ZA, KARED 9 B+ mRNA BEOEE HMEVEE T T, FR1iC
Mg+ mRNA-# > /378G mRNA B COMBEMENZ L2 R L E L7z (K 2A), Z OfifdT
FERICE Y mAEH 37 mRNA FEBLA R 2 58 & L Tl fiAa b 3k © mRNA OF
RUSMZ SRR R D &2 L RN RERENEEHD DL PR INE L, —,
T LERBA T EITHTT 5 L YT AR MK mRNA FHE L MiEy T H
mRNA FHOMGFIZE L THRER L 72 2854120, WEOHREIISVEE C—HT 52
EERMUE Lz (K 2B, £ 1), AEFTHERITZ mRNA & & 2 X7 BOFIEIZEI L T—E%K
OIBEENTFET D LR TRREEEZONE LT,

379



*22%

m
FHEADROEL, S LE (PIP)

A

fif & A

EAMRNARRIC )
B+ HMPEE (%) BMEETFH
I
1
ﬂi 510 genes
[5,25) I. | 174 genes
[25,50) I 55 genes
50 < | | 43 genes
-0.4 -0.2 0.0 0.2 0.4 0.6 0.8

i hmRNA
HEDHROHEMN S LE (PIP)
133 > s
4 f=0.121 1=0.242 , =0.226 =0.372
g n=random 10k n=35967 n=4701 n=381
o ; ©
L [ ]
—_
)
= . )
g — =0.175 r=0.438 . r=0.56 r=0.117
- ne1 2185 n=303 n22
; S 2 1 L
o
S 0 1
8 = .*: SR A ”—
vE & > 1 e
" 4{=0.138 =0.581 =0.815 =0.823
® s 5| =274 =205 n=240 n=38
Z‘ ° o :
e o 1 ’
| o > 0, ' ( B °
- a 2 ° 4 ° ®
410175 +0.636 =0.95 1+0.801
= 2 n=289 / n=13 n=13 n=43
o t ] o o
7
[+%
¢ ¢ 8
2
2 0 2 4 2 0 2 4 2 0 2 4 2 0 2
PIP: 10,0.01) PIP:[0.010.1) PIP: [0.1,09) PIP: [0.9,1)
mPmRNARBRHIE (eQTL) DHER

MmePmRNAE 2 N\ ) BRBFEOIERS (Pearson R)

[ 2] EisF® mRNA & X 7 ERAEOMEICE T, ANERIC
mRNA BHEIGNEHGTHZ LR ENT (A,

E R

Bl 5 M+
HEHH fine-mapping %17

5y Z LTk, F AR M mRNA B A2 FIHT 5408 (eQTL %) &,
M2 7 BB 2T 52058 (pQTL #h5) 1%, MR L <HRET 25 Z LavR
iz (B),

4/9




iii) ifn T O AR RS L A |2 5 < MR SORE R O B

77 DEZRN MR mRNA 26T 2508 (eQTL #h&H) & miEs o /327 8 mRNA % il
I 55% pQTL 2 Z2ZNFNDHE LU THITT 52 12k, BfED S ) WER L%
BEEGLEL OBMIPEOMBE Y F TV RT~ (E 6) OFEMIZE R EZ Y CTTHAR
THZEMAREE 2D F L7z, BlE LT, BioBankJapan 7 —# 233 54 DIETEHRIC
LT, 7/ AERNEET % & OB CTHIET 2 002 RN L7-FER (K 3) b,
APOE #5713 mRNA LULTIERL Z U _ 0B LUV OHIE 252 TRERIB Y A 7105
B4 RS hE Lz, 29 Ltk y b IL K7~ O BERE & INBE U 7 BRI,
WM BT DR E DB A 2 — 7y b T HAKT 7 0 —F O e & IR 5 A
PERBH D £,

HE L AL 5
. a@

%
%
pEsE: o P

ﬁ,% 1 1 1
AD{ e | e
CAD- @ CD109
GD A o | 0

MIq @ CD109
RA- ® N
T2D A

]
=
=
=
P

= =
MAP- o

SBP- @
MR R Baso

CSF2RB

Eosino

CSF2RB

Lym

ARHGAP45

MCH- @

TYMP

GMPR2

MCHC- ®

MCV- e

TYMP

APRT GMPR2

Mono -

IL1 A ARHGAP45

Neutro

ARHGAP45

R Ehi-
EEMEEETFH
e O

Plt+ GNAS
RBCH{ @

WBCA @

TYMP GMPR2

ARHGAP45 LGALS1

1
o 2
3=

B Al

NFATCA1
NFATCA1

eGFR A o
sCr A el

FREE |

ALT

AST A
GGT A

-

(@]

1
LJE JE JE
oeo0
LJE K J

ST6GAL1 TNFSF13
TNFSF13
ST6GAL1 TNFSF13

>
o
1
eejee

TNFSF13

EIF4EBP1

CNPY?2

[ 3
CCND2

oY)
i
e o000

[[X] 3] BioBank Japan 7 — ¥ ([Z8I1F 24~ OFEICE LT, 7/ AZAR MR I28\ T
BHEE{E 72 12 mRNA 72034 7B 8D 5 OERECHIE A2 9 2 D DSEER
WZHEE STz,

5/9



iv) tHAEAMERZINE L 7= & OISk Sl o BLAT

R TIBEOHEBEAEE Y A7 TG T 27200 TldZe < BEEITEIDL UGB -3
HELZEMT L LMo TWET, AREIOMNIETIE COVID-19 BEEE & B FHBED
kA . ek D mRNA BB % > X7 B % 22— F9 5 mRNA BB L O CHT 5 2
Tk, FEREEBETRBEOMAEEMICBWT, mRNA & 2 U R0 E TR 07 7 4
VT RMETHL I ENRBINE L, —fFlé LT, 4 \Z7~9 ILIRLI i&fs 1Tl
HE & O BAERE ClE mRNA & % VX7 E ol ORBEN L —H L THY, COVID-
19 EIE(LIC X DB BN B G 2 (T 5 L Ex b E L,

IL1IRL1%5 & (COVID-19EEE TRAIL)

8 -3 =REJE
o 3 , {r=0.498f %4 4
m 2 . o
"1
® o
v -1
2 ‘
as | I
-3-2-101 2 3 -3-2-10 12 3 -3-2-101 2 3 -3-2-1012 3
mRNA £IRE mRNA B & mRNA £IBE mRNA RIRE

[ 4] COVID-19 HEJEEIC LV . MiE$ mRNA FBHE & g4 o378 mRNA %
BHEOMHBENKE S BT 28D (ILIRLI),

2. MHEORR & B - 5% O R

SEIOFFERRRIZ LY | Fx OflEY /37 E mRNA &OEAZEICHFSGTHE N7 A
BESIMN KA IRIE SNE Lz, £72, kO mRNA BB E LT 52 212k, fHx o
b b7 ARSNCBE L T, BIn FRBEOHIENE P IV RT <D EDOERETEZ 200
DX VIEBUZI O NTR 0 £ Lz, ZHEHERERE FERGIE S EE Y 27 LR L THA
ERZT 2 Z RS, RN mRNA OH 72535 87 Bh 2— K45 mRNA &% K
BBLCHIES D 2 L OBEBEMIRIBR SN E Lz, SEIOMZER I, B&is - 3EBHE o0
HD X FEMRHEROE B LD LEZEZBNET,

FIRFZ, IS 2”7 8 mRNA EI3EAN O ZER 72/ CTE U 2 AMIEE O 2 < —#% X
ML72bDTHDHZ L, SHEIOMBITICEBNTETOZ VX TERHFRESIN TV D DI Ttk
WZ b R EOWERM B RN REER ETH O PERRNAS T ABGFELI D &
MDEEESNET, L0 —RAORERDEZEZ THT 5720 OB H I FEDOREC, EEF
% - MR COBEAMMBHT NS HORERE LTRSS LET,

3. i

HILH A hJL : Statistically and functionally fine-mapped blood e/pQTLs from 1,405
humans reveal their distinct regulation patterns and disease relevance

ZA VIR 1 1,405 ADFEHEF & BEREARATIC L 0 ASRUTHEE S L7 1iE e/pQTL 725, 572 % il
WY — 2 EREBA~OBELZ B DT 5

EH 4 - Wang, Q.S. et al.

6/9



YB#iEE © Nature Genetics
DOI : 10.1038/s41588-024-01896-3

4. FrEiEEH

AW, B ARERICE S (AMED) BIBESCERHEEFZE TRl o F 7 A L A &g
JE (COVID-19) (Zxfd 57U 7 FUBi%) Dl a o F 7 A b 2 JEYE OBAR FHIE RIS
W24y F=— KL COVID-19 ¥ T 7 F o OBI% |, il « FEUSYWIE (269 2 i)
=R AL B R HEE T R 3 DAl o a ) U A L R ERYYE O BEAE(LFR L 2 B L 72 B384 - R
R T 7 F PSS ERBRT: - 5007 - (PR SRR ZE O HEdE | BBl - Py Bl YLE
(2t D BB RS L S P RHE T SR R DR o n TR T A L TR S BRI, R
P, AR REAE I o K ONRIRERIG O R |, BT - FEURYYETTIC A AT (2
S BFE S IEaE) DT 2 a0 A L R EYURE L B DR REAEBE O Ly B ST K DI |
77 MRS HEEN R R TRBEER S/ A7 — & 2RI L7281 758 S0k o8
WFEIC L D, VUS JRIEME ORI RN & E5RGE] . AMED SCARDA 1V 7 F U BFED -
DOWF K > 7 VAV O RCE | . BRI IR (JST) BRI ARSI JE
et CREST [Media” / AfEMT & N THIREIC & 5 2 v FH|EMFE ] (JPMJCR20H2) . HEIE
HIRERFFEHEE S 2 B ATIFZES E T T30 F 2 v Z7Iexk LT Lo U = b ZeWFgE IR
KOO OFEAENTE] (JPMJIPR21RT) . AIFEHIMIIEEEFE 177 AIEEENE 2 T 5 |
R FTREZR LA TIE T L ORE5E ] (JPMJFR225Y) . KIRCKZF50fE: 7 a7 o« TifzE v
% — (IFReC) ., KIRKFEIMERAHAEIEMS (CIDER) OXEEZZITE LT,

Flo, A= — RS OIS EIGREZ D LT AR T r U= 7 M ZERWE
WM END O MEERICFEmINE Lz, T — X ITICB W CTHITKZER S
it N7 MMt —D A —X—a v a—4% [SHIROKANE] ZHHLE L7,

5. A7Vl NIBWLILH AT T —ARA L 3—

BEER AR PR - #d ke, o eIfbei, STEEA e
HRERERIRY : M&D 7 — 4 Bpe ¥ —K EEE, B ER A EER AR
Lyl

FORRFPRFPEE 7 R90R - HEEdR  EHK WFEXR) ., Zd% MBS (RIRKFRT
BElE 5 Rt 5ekt, B Ie T A fn E R PR gEE o 2 —)
WRIKRFEREEIfE e N7 Mg 2 — % HoolEsk
HARFRFPEE R - Zd% /NIEEH]

LR g% =i ACE

YT BRTPRTFPEE R ER - B AR (904 BIERRARFE - #HR)

6. I FHIEZ XY 74— AIBNT 5 2E D ERER
ML, anFHEZ R 7 —AHP (B£2) 2 I8BTEE0,

(%]
(& 1) 20228 9HF LAY J—2A
favaFHEY AT 74 —R]
COVID-19 ¥& /B2 Mg n 1 DOCK2 O HiE by % fig B
— T VT HRRDNAAFLVARY b Y —T COVID-19 DVEHFRIER) 4 % K. —
https://www.keio.ac.jp/ja/press-releases/2022/8/9/28-126102/
719



(2% 2) 20224823 A7 LAY U—2A
2 FHlEX AT 74 —A]
COVID-19 4 1k o Mg e (= 7‘ ‘éda%%%@%@ﬂ%%&éﬁﬁﬂﬁ
-ESEFE IS U BRI BLOZE(RIC N7 DBCAN DA NFEDS 5 % -
https://www.kelo.ac.jp/ja/press- releases/2022/8/23/28 126399/

[ HEEfER ]

(E1) #llavF oA LA (SARS-CoV-2) : HFllanF oA VAEGYEDIRIK L2 b7 A
NWADZ EAEFRLUET, 2002 FI2HATLIZ SARS a0 T U A LR L T A JLZADET
Wb 7=, SARS-CoV-2 & SivE Lz,

(HF 2) #rilavF oAV AEYGYE (COVID-19) : coronavirus disease 2019 (2019 4F (2%
AL aa ;U A NVAEGYE) ZiE L7-SHET, Hiflan oA LR L5
D LR LET, 2019 FOKDYEIZ, PE - REZPOICEAELTLOZ YD
2. TO%, HRAFITEGEA IR L F L/to PRl A NV RIRGT B & REL
%, BEL S E WV o TR T, I R QR &2 5 AE T 5 & - IR L2
D ET,

(HF38) & N7 ARA : BIn T 1T, BrbF~EEED & é‘@%fﬁ(%fﬁiét&)@ 191
OOEFROZ & T EMBAROPTEHERBE 2T 24 " ITHEORFHTY, 7/
LEIE DR WEFROFATET X TOREBEHROZ LT, & 1\7/ LBLHNZ AR
NZEDFET D ERMbIL, 7 AEREMFTINET,

(¥ 4) fine-mapping : —RKIZIPEIZBET 57 ) AEBRITEBGFEL, £0 9 bR E 72
LERITVETCHL N> TWET, ZHOMETLIERNGRKTH S A
REMED R b I WE BBEZ FEHAIICHEE 35 2 & % (statistical) fine-mapping & FEOR
£7

(FE5) S AL ALE RRERER . 7 ) AERO YL, XX EEERTHT X
—DIIZEDBEL Db DIEI R B RAER Z T HEORROEILRL, 7 L— LAY
7 ~ (DNA OHREASN 3 S>T1OO0O7 I /fgaa— RT50, £0 35T 1MHOH
HIY ORERTIND Z L) ITKDRHMERT I 7 BRSNOEE L LT Db O3
AEFELSLZE . (Loss of Function variant = LoF) & FEIZHLE T,

(£ 6) 85 FR, 2> N TN KT~ ARNTH V7 EREL N ABRIZIL, BB T3S
T 245 D DNA BELFI1E @25 mRNA 2MEH L, %0 mRNA OFFIE#REZ © &1
SR ERERSIVET, mRNA MELNDHIFE OWRIL T#:5 ), Z /X7 EHR
B SN A H%BE ORI TRIER) L FEE., DNA BLF>mRNA—Z X7 E DJAIZ
B RMBEEINY N EMELNDEEITES R TV RT < IR ET,

(FE7) EIsHT5 5 JE5EICBT D genetic background, 72 B~ ) AMEREEN S EFE
SNDHENRERORHESS T O Z &,

XITHM OBRITIE, FANCTRETI WM< ZEVET LI BBOH L ETET,

XKD ) =R FRA R, Bt e, BEGERAR, BERRR Y 77, RELEAR
(HRREE) . RIRBEE - RERRAE 7 77, HHEREMEICHE L TRY £,

8/9



[Z o FHIEY A7 74— AZBF 2 BWEHEE]

B E SRR TR

ik (WRREE (FER)) ok BLE (S 2o0nh)
STEEAT BYYETEE) mME W (R A 1E9)

TEL : 03-5363-3794 FAX : 03-3353-2502

E-mail : kfukunaga@keio.jp,” hounamugun@keio.jp

[AWFFEDNEITEIT 2 BRWEE ]

UL R RFPEESRAUIER B ERT

Az WHE S (B7E wEDh) (RIRKFZRFRESRER 3R
e (WFEaRy) £ FHiE (B9 Vi)

TEL : 06-6879-3971

E-mail : yuki-okada@m.u-tokyo.ac.jp,/ qingbow@m.u-tokyo.ac.jp

[JST FEIZH T 5 BRIWAHHEE]
BEAEAT IR BRISIFFEHEESS 714 74/ R—va v I —7
MR EfR (BELA AIF)
TEL : 03-3512-3524 FAX : 03-3222-2064
E-mail : crest@jst.go.jp

[(AV VY —ZDEAE ]
BEEFR BN FAZIRAT % v R AREEE « R - 7
T 160-8582 HUAUHLHT1E X A= I MT 35
TEL : 03-5363-3611 FAX : 03-5363-3612
E-mail : med-koho@adst.keio.ac.jp
https://www.med.keio.ac.jp

KR RPFEEFRITER =
TEL: 06-6879-3387

Email: medpr@office.med.osaka-u.ac.jp

P AWNE INE S TAISE SR 50 R
TEL : 03-5841-3304 E-mail : ishomu@m.u-tokyo.ac.jp

HYLEHIZERT TR HaEE Y
TEL : 050-3495-0247 E-mail : ex-press@ml.riken.jp

B P H IR B LR
T 102-8666 HUAHL TAUH X IUAEHT 5 #Hh 3
TEL : 03-5214-8404 FAX : 03-5214-8432
E-mail : jstkoho@jst.go.jp

9/9



